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Discussion topics 

ÅStructure Modeling. Anks1a and Anks1b. Preliminary 
structures 
ÅCandidate proteins 
ÅHow to apply structure modeling in biomedical 

research 
ÅMethods 
ÅHelical assemblies of organelles: inflammasome, 

proteasome, apoptosome Χ 
ÅHelical assemblies in cancers 
ÅAnkyrin repeats for biofuels 
ÅDesigned ankyrin repeats 

 



Ankyrin repeats domain of Anks1a 
preliminary structural model 

Å  

What do we know about Anks1a? Adaptor protein, mediator of assembly of 
multiprotein complexes, interacts with CD2AP, SH3KBP1, CAPZB, VAPA, ARHGAP10, 
and other proteins; in colorectal cancer cells is Src family kinase substrate and links 
EGFR, PDGFR, EphA8 to downstream signaling cascade. 
http://www.ncbi.nlm.nih.gov/pubmed/26698571 
http://www.ncbi.nlm.nih.gov/pubmed/21081186 
https://www.ncbi.nlm.nih.gov/pubmed/18844995 
http://www.ncbi.nlm.nih.gov/pubmed/23144319 
Protein Modeling Course:  
https://plus.google.com/112350944952908623485/posts/R5yj3TszP9r 

Anks1a and Anks1b  
Structure Modeling 
Structure similarities and  
dissimilarities 
 
 

http://www.ncbi.nlm.nih.gov/pubmed/26698571
http://www.ncbi.nlm.nih.gov/pubmed/21081186
https://www.ncbi.nlm.nih.gov/pubmed/18844995
http://www.ncbi.nlm.nih.gov/pubmed/23144319
https://plus.google.com/112350944952908623485/posts/R5yj3TszP9r


Ankyrin repeats domain of Anks1b 
preliminary structural model 

Å  

Anks1b is major component of postsynaptic density where its phosphorylation by 
CAMKII mediates molecular reorganization. Interactions of Anks11b with KRIT1 affect 
endothelial permeabiity. Anks1b is involved in regulation of subunit composition of 
NMDA receptor/synaptic plasticity, renal carcinoma, and other processes. 
https://www.ncbi.nlm.nih.gov/pubmed/27477489 
https://www.ncbi.nlm.nih.gov/pubmed/26698571 
https://www.ncbi.nlm.nih.gov/pubmed/26085624 
https:// www.ncbi.nlm.nih.gov/pubmed/24479813 
Protein Modeling Course:  
https://plus.google.com/112350944952908623485/posts/R5yj3TszP9r 

Anks1a and Anks1b  
Structure Modeling 
Structure similarities and  
dissimilarities 
 
 

https://plus.google.com/112350944952908623485/posts/R5yj3TszP9r


Helical assemblies of inflammasome 

Leucine rich repeats domain, LRR, and nucleotide binding domain, NBD, are major 
components of inflammasome assembly. This nucleated polymerization process with 
involvement of ATP contributes to our understanding of enzyme activation. 
http://www.sciencemag.org/content/350/6259/404 
 
 

http://www.sciencemag.org/content/350/6259/404


Helical assemblies in cancer signaling 
pathways 

Notch receptor ankyrin repeat 
domain is important for Notch-
mediated signal transduction 
/1ot8 2fo1/ 
 

Designed protein scaffolds: 
Caspase-specific ankyrin 
repeats of Darpin /2y1l/ 

http://www.ncbi.nlm.nih.gov/pubmed/26369833 
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC3389544/pdf/gmb-35-2-538.pdf 
http://www.ncbi.nlm.nih.gov/pubmed/22888305 
http://www.pnas.org/content/105/52/20677.long 
http://www.jbc.org/content/289/41/28363.long 
http://www.jbc.org/content/276/7/4932.long 
http://www.sciencedirect.com/science/article/pii/S0955067412001019 
http://jcs.biologists.org/content/126/2/393.long 
 


